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<210> 1 

<211> 1197 

<212> DNA 

<213> Homo sapiens 

<400> 1 

cgcatcgcat ggccagaagg cggggagcca gaggcgccag gaccctcgcg tggcgctcca 60 
gcaccccaga ccgtggcggc gcctcgcctt agggaagagc aagggaagaa ctttatttga 120 
accgcgaaca ttttttggtc actgagatcg agtctcccag tgctttggct tcccgcctct 180 
ttatcgtggg tttgatccct gagctgctct cctttccctc gctgccccgc agatgcggat 240 
ggccagccag tagcgggcgg tggccccgcg tcccgggagc gcacagcaat gcaggcgctt 300 
aacattaccc cggagcagtt ctctcggctg ctgcgggacc acaacctgac gcgggagcag 360 
ttcatcgctc tgtaccggct gcgaccgctc gtctacaccc cagagctgcc gggacgcgcc 420 
aagctggccc tcgtgctcac cggcgtgctc atcttcgccc tggcgctctt tggcaatgct 480 
ctggtgttct acgtggtgac ccgcagcaag gccatgcgca ccgtcaccaa catctttatc 540 
tgctccttgg cgctcagtga cctgctcatc accttcttct gcattcccgt caccatgctc 600 
cagaacattt ccgacaactg gctggggggt gctttcattt gcaagatggt gccatttgtc 660 
cagtctaccg ctgttgtgac agaaatcctc actatgacct gcattgctgt ggaaaggcac 720 
cagggacttg tgcatccttt taaaatgaag tggcaataca ccaaccgaag ggctttcaca 780 
atgctaggtg tggtctggct ggtggcagtc atcgtaggat cacccatgtg gcacgtgcaa 840 
caacttgaga tcaaatatga cttcctatat gaaaaggaac acatctgctg cttagaagag 900 
tggaccagcc ctgtgcacca gaagatctac accaccttca tccttgtcat cctcttcctc 960 
ctgcctctta tggaagaaga aacgagctgt cattatgatg gtgacagtgg tggctctctt 1020 
tgctgtgtgc tgggcaccat tccatgttgt ccatatgatg attgaataca gtaattttga 1080 
aaaggaatat gatgatgtca caatcaagat gatttttgct atcgtgcaaa ttattggatt 1140 
ttccaactcc atctgtaatc ccattgtcta tgcatttatg aatgaaaact tcaaaaa 1197 



<210> 2 

<211> 774 

<212> DNA 

<213> Homo sapiens 

<400> 2 

atgcaggcgc ttaacattac cccggagcag ttctctcggc tgctgcggga ccacaacctg 60 



acgcgggagc 
ccgggacgcg 
tttggcaatg 
aacatcttta 
gtcaccatgc 
gtgccatttg 
gtggaaaggc 
agggctttca 
tggcacgtgc 
tgcttagaag 
atcctcttcc 
ggtggctctc 



agttcatcgc 
ccaagctggc 
ctctggtgtt 
tctgctcctt 
tccagaacat 
tccagtctac 
accagggact 
caatgctagg 
aacaacttga 
agtggaccag 
tcctgcctct 
tttgctgtgt 



tctgtaccgg 
cctcgtgctc 
ctacgtggtg 
ggcgctcagt 
ttccgacaac 
cgctgttgtg 
tgtgcatcct 
tgtggtctgg 
gatcaaatat 
ccctgtgcac 
tatggaagaa 
gctgggcacc 



ctgcgaccgc 
accggcgtgc 
acccgcagca 
gacctgctca 
tggctggggg 
acagaaatcc 
tttaaaatga 
ctggtggcag 
gacttcctat 
cagaagatct 
gaaacgagct 
attccatgtt 



tcgtctacac 
tcatcttcgc 
aggccatgcg 
tcaccttctt 
gtgctttcat 
tcactatgac 
agtggcaata 
tcatcgtagg 
atgaaaagga 
acaccacctt 
gtcattatga 
gtccatatga 



cccagagctg 120 
cctggcgctc 180 
caccgtcacc 240 
ctgcattccc 300 
ttgcaagatg 360 
ctgcattgct 420 
caccaaccga 480 
atcacccatg 540 
acacatctgc 600 
catccttgtc 660 
tggtgacagt 720 
tgat 774 



<210> 3 
<211> 258 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Gin Ala Leu Asn He Thr Pro Glu Gin Phe Ser Arg Leu Leu Arg 
15 10 15 

Asp His Asn Leu Thr Arg Glu Gin Phe He Ala Leu Tyr Arg Leu Arg 
20 25 "* 30 

Pro Leu Val Tyr Thr Pro Glu Leu Pro Gly Arg Ala Lys Leu Ala Leu 
35 40 45 

Val Leu Thr Gly Val Leu He Phe Ala Leu Ala Leu Phe Gly Asn Ala 
50 55 60 

Leu Val Phe Tyr Val Val Thr Arg Ser Lys Ala Met Arg Thr Val Thr 
65 70 75 ~ 80 

Asn He Phe He Cys Ser Leu Ala Leu Ser Asp Leu Leu He Thr Phe 
85 90 95 

Phe Cys He Pro Val Thr Met Leu Gin Asn He Ser Asp Asn Trp Leu 
100 105 ~ 110 

Gly Gly Ala Phe He Cys Lys Met Val Pro Phe Val Gin Ser Thr Ala 
115 120 125 

Val Val Thr Glu He Leu Thr Met Thr Cys He Ala Val Glu Arg His 
130 135 140 

Gin Gly Leu Val His Pro Phe Lys Met Lys Trp Gin Tyr Thr Asn Arg 
145 150 155 ' 160 

Arg Ala Phe Thr Met Leu Gly Val Val Trp Leu Val Ala Val He Val 
165 170 175 

Gly Ser Pro Met Trp His Val Gin Gin Leu Glu He Lys Tyr Asp Phe 
180 185 * 190 

Leu Tyr Glu Lys Glu His He Cys Cys Leu Glu Glu Trp Thr Ser Pro 
195 200 205 

Val His Gin Lys He Tyr Thr Thr Phe He Leu Val He Leu Phe Leu 
210 215 220 



Leu Pro Leu Met Glu Glu Glu Thr Ser Cys His Tyr Asp Gly Asp Ser 

225 230 235 ' ~ 240 

Gly Gly Ser Leu Cys Cys Val Leu Gly Thr lie Pro Cys Cys Pro Tyr 

245 250 ^ 255 



Asp Asp 



<210> 4 
<211> 774 
<212> DNA 

<213> Mus musculus 



<400> 4 

atgcaggcgc tcaacatcac cgcggagcag ttttcccggc tgctgagcgc gcacaacctg 60 

actcgggaac agttcattca tcgctatggg ctgcgaccgc tggtctacac tccggagctg 120 

cccgcgcgcg ctaaactggc ctttgcgctg gctggagcac tcatttttgc cctggcgctc 180 

tttggcaact ctctggtcat ctatgtggtg acccgcagca aggccatgcg caccgtcacc 240 

aacatcttca tctgctctct ggcactcagt gatctgctca ttgccttctt ctgcatcccc 300 

gtcacgatgc tccagaacat ctccgacaag tggctgggtg gtgccttcat ctgcaagatg 360 

gtgcccttcg tccagtccac tgctgttgtg acggaaatcc tcaccatgac ttgcatcgct 420 

gttgagaggc accaaggact catccatcct tttaaaatga agtggcagta cactacccga 480 

agggctttca caatcttggg tgtggtctgg ttggcagcca tcatcgtagg atcacccatg 540 

tggcacgtac aacgcctcga gattaagtat gacttcctct atgagaaaga acatgtctgc 600 

tgtttggaag agtgggccag ccccatgcac cagagaatct acaccacctt catcctcgtc 660 

atcctcttcc tcctgccgct tgtggaagaa gaagcgggct gtcgttatga tggtgacagt 720 

ggtggctctc ttcgctgcgt gctgggcacc tttccatgtt gttcacatga tggt 774 



<210> 5 
<211> 258 
<212> PRT 

<213> Mus musculus 
<400> 5 

Met Gin Ala Leu Asn lie Thr Ala Glu Gin Phe Ser Arg Leu Leu Ser 
15 10 15 

Ala His Asn Leu Thr Arg Glu Gin Phe lie His Arg Tyr Gly Leu Arg 
20 25 " " 30 

Pro Leu Val Tyr Thr Pro Glu Leu Pro Ala Arg Ala Lys Leu Ala Phe 
35 40 45 

Ala Leu Ala Gly Ala Leu lie Phe Ala Leu Ala Leu Phe Gly Asn Ser 
50 55 60 

Leu Val He Tyr Val Val Thr Arg Ser Lys Ala Met Arg Thr Val Thr 
65 70 75 80 

Asn He Phe He Cys Ser Leu Ala Leu Ser Asp Leu Leu He Ala Phe 
85 90 ' 95 

Phe Cys He Pro Val Thr Met Leu Gin Asn He Ser Asp Lys Trp Leu 
100 105 ' 110 



Gly Gly Ala Phe He Cys Lys Met Val Pro Phe Val Gin Ser Thr Ala 
115 120 125 



Val Val 
130 

Gin Gly 
145 

Arg Ala 

Gly Ser 

Leu Tyr 

Met His 
210 

Leu Pro 
225 

Gly Gly 
Asp Gly 



Thr Glu He 

Leu He His 

Phe Thr He 
165 

Pro Met Trp 
180 

Glu Lys Glu 
195 

Gin Arg He 
Leu Val Glu 



Ser Leu Arg 
245 



Leu Thr 
135 

Pro Phe 
150 

Leu Gly 
His Val 
His Val 



Met Thr 
Lys Met 
Val Val 



Gin Arg 
185 

Cys Cys 
200 



Tyr Thr 
215 



Thr Phe 
Ala Gly 
Cys Val Leu Gly 



Glu Glu 
230 



Cys He Ala 
140 

Lys Trp Gin 
155 

Trp Leu Ala 
170 

Leu Glu He 



Leu Glu Glu 



He Leu Val 

.220 

Cys Arg Tyr 
235 

Thr Phe Pro 
250 



Val Glu Arg His 



Tyr Thr Thr Arg 
160 

Ala He He Val 
175 

Lys Tyr Asp Phe 
190 

Trp Ala Ser Pro 
205 

He Leu Phe Leu 



Asp Gly Asp Ser 
240 

Cys Cys Ser His 
255 



<210> 6 

<211> 853 

<212> DNA 

<213> Mus musculus 



<400> 6 

ctctgcactg 

ctgcgcacag 

cgcacaacct 

ctccggagct 

ccctggcgct 

gcaccgtcac 

tctgcatccc 

tctgcaagat 

cttgcatcgc 

acactacccg 

gatcacccat 

aacatgtctg 

tcatcctcgt 

atggtgacag 

atggttgagt 



tcaccagagc 
catgcaggcg 
gactcgggaa 
gcccgcgcgc 
ctttggcaac 
caacatcttc 
cgtcacgatg 
ggtgcccttc 
tgttgagagg 
aagggctttc 
gtggcacgta 
ctgtttggaa 
catcctcttc 
tggtggctct 
aca 



cttagacttg 
ctcaacatca 
cagttcattc 
gctaaactgg 
tctctggtca 
atctgctctc 
ctccagaaca 
gtccagtcca 
caccaaggac 
acaatcttgg 
caacgcctcg 
gagtgggcca 
ctcctgccgc 
cttcgctgcg 



gaacagccag 
ccgcggagca 
atcgctatgg 
cctttgcgct 
tctatgtggt 
tggcactcag 
tctccgacaa 
ctgctgttgt 
tcatccatcc 
gtgtggtctg 
agattaagta 
gccccatgca 
ttgtggaaga 
tgctgggcac 



agcaggaggc 
gttttcccgg 
gctgcgaccg 
ggctggagca 
gacccgcagc 
tgatctgctc 
gtggctgggt 
gacggaaatc 
ttttaaaatg 
gttggcagcc 
tgacttcctc 
ccagagaatc 
agaagcgggc 
ctttccatgt 



tggcaggact 60 
ctgctgagcg 120 
ctggtctaca 180 
ctcatttttg 240 
aaggccatgc 300 
attgccttct 360 
ggtgccttca 420 
ctcaccatga 480 
aagtggcagt 540 
atcatcgtag 600 
tatgagaaag 660 
tacaccacct 720 
tgtcgttatg 780 
tgttcacatg 840 
853 



<210> 7 
<211> 1791 
<212> DNA 

<213> Homo sapiens 
<400> 7 

cgcatcgcat ggccagaagg cggggagcca gaggcgccag gaccctcgcg tggcgctcca 60 
gcaccccaga ccgtggcggc gcctcgcctt agggaagagc aagggaagaa ctttatttga 120 
accgcgaaca ttttttggtc actgagatcg agtctcccag tgctttggct tcccgcctct 180 



ttatcgtggg tttgatccct gagctgctct 
ggccagccag tagcgggcgg tggccccgcg 
aacattaccc cggagcagtt ctctcggctg 
ttcatcgctc tgtaccggct gcgaccgctc 
aagctggccc tcgtgctcac cggcgtgctc 
ctggtgttct acgtggtgac ccgcagcaag 
tgctccttgg cgctcagtga cctgctcatc 
cagaacattt ccgacaactg gctggggggt 
cagtctaccg ctgttgtgac agaaatcctc 
cagggacttg tgcatccttt taaaatgaag 
atgctaggtg tggtctggct ggtggcagtc 
caacttgaga tcaaatatga cttcctatat 
tggaccagcc ctgtgcacca gaagatctac 
ctgcctctta tggtgatgct tattctgtac 
aaaagagttg gggatggttc agtgcttcga 
gccaggaaga agaaacgagc tgtcattatg 
tgctgggcac cattccatgt tgtccatatg 
tatgatgatg tcacaatcaa gatgattttt 
tccatctgta atcccattgt ctatgcattt 
tctgcagttt gttattgcat agtaaataaa 
tcaggaatta caatgatgcg gaagaaagca 
gaaaccaaag gagaagcatt cagtgatggc 
gaggagaaga aaaagctcaa acgacatctt 
tctcctttag acagtgggca ttaattataa 
tgtaacccaa agagaaaatt attttgagca 
gatgacaaga agaaaacaaa tcatgtttcc 
gcagtgatgt ttacaaccaa ttgatcacaa 



cctttccctc gctgccccgc agatgcggat 240 
tcccgggagc gcacagcaat gcaggcgctt 300 
ctgcgggacc acaacctgac gcgggagcag 360 
gtctacaccc cagagctgcc gggacgcgcc 4 20 
atcttcgccc tggcgctctt tggcaatgct 4 80 
gccatgcgca .ccgtcaccaa catctttatc 540 
accttcttct gcattcccgt caccatgctc 600 
gctttcattt gcaagatggt gccatttgtc 660 
actatgacct gcattgctgt ggaaaggcac 720 
tggcaataca ccaaccgaag ggctttcaca 780 
atcgtaggat cacccatgtg gcacgtgcaa 84 0 
gaaaaggaac acatctgctg cttagaagag 900 
accaccttca tccttgtcat cctcttcctc 960 
agtaaaattg gttatgaact ttggataaag 1020 
actattcatg gaaaagaaat gtccaaaata 1080 
atggtgacag tggtggctct ctttgctgtg 1140 
atgattgaat acagtaattt tgaaaaggaa 1200 
gctatcgtgc aaattattgg attttccaac 1260 
atgaatgaaa acttcaaaaa aaatgttttg 1320 
accttctctc cagcacaaag gcatggaaat 1380 
aagttttccc tcagagagaa tccagtggag 1440 
aacattgaag tcaaattgtg tgaacagaca 1500 
gctctcttta ggtctgaact ggctgagaat 1560 
caatatcttc ataattaatg cccttcagat 1620 
aaggtcaaat actcttttta ttcttaagat 1680 
attaaaaaat gacacgaggc tagtccaagt 1740 
tcatttaaca gatttctgtg t 1791 



<210> 8 
<211> 1293 
<212> DNA 

<213> Homo sapiens 
<400> 8 

atgcaggcgc ttaacattac cccggagcag 
acgcgggagc agttcatcgc tctgtaccgg 
ccgggacgcg ccaagctggc cctcgtgctc 
tttggcaatg ctctggtgtt ctacgtggtg 
aacatcttta tctgctcctt ggcgctcagt 
gtcaccatgc tccagaacat ttccgacaac 
gtgccatttg tccagtctac cgctgttgtg 
gtggaaaggc accagggact tgtgcatcct 
agggctttca caatgctagg tgtggtctgg 
tggcacgtgc aacaacttga gatcaaatat 
tgcttagaag agtggaccag ccctgtgcac 
atcctcttcc tcctgcctct tatggtgatg 
ctttggataa agaaaagagt tggggatggt 
atgtccaaaa tagccaggaa gaagaaacga 
ctctttgctg tgtgctgggc accattccat 
tttgaaaagg aatatgatga tgtcacaatc 
ggattttcca actccatctg taatcccatt 
aaaaatgttt tgtctgcagt ttgttattgc 
aggcatggaa attcaggaat tacaatgatg 
aatccagtgg aggaaaccaa aggagaagca 
tgtgaacaga cagaggagaa gaaaaagctc 
ctggctgaga attctccttt agacagtggg 



ttctctcggc tgctgcggga ccacaacctg 60 
ctgcgaccgc tcgtctacac cccagagctg 120 
accggcgtgc tcatcttcgc cctggcgctc 180 
acccgcagca aggccatgcg caccgtcacc 240 
gacctgctca tcaccttctt ctgcattccc 300 
tggctggggg gtgctttcat ttgcaagatg 360 
acagaaatcc tcactatgac ctgcattgct 420 
tttaaaatga agtggcaata caccaaccga 480 
ctggtggcag tcatcgtagg atcacccatg 540 
gacttcctat atgaaaagga acacatctgc 600 
cagaagatct acaccacctt catccttgtc 660 
cttattctgt acagtaaaat tggttatgaa 720 
tcagtgcttc gaactattca tggaaaagaa 780 
gctgtcatta tgatggtgac agtggtggct 840 
gttgtccata tgatgattga atacagtaat 900 
aagatgattt ttgctatcgt gcaaattatt 960 
gtctatgcat ttatgaatga aaacttcaaa 1020 
atagtaaata aaaccttctc tccagcacaa 1080 
cggaagaaag caaagttttc cctcagagag 1140 
ttcagtgatg gcaacattga agtcaaattg 1200 
aaacgacatc ttgctctctt taggtctgaa 1260 
cat 1293 



<210> 9 
<211> 431 



<212> PRT 

<213> Homo sapiens 
<400> 9 

Met Gin Ala Leu Asn lie Thr Pro Glu Gin Phe Ser Arg Leu Leu Arg 
15 10 ^ 15 

Asp His Asn Leu Thr Arg Glu Gin Phe lie Ala Leu Tyr Arg Leu Arg 
20 25 30 

Pro Leu Val Tyr Thr Pro Glu Leu Pro Gly Arg Ala Lys Leu Ala Leu 
35 40 45 

Val Leu Thr Gly Val Leu lie Phe Ala Leu Ala Leu Phe Gly Asn Ala 
50 55 60 

Leu Val Phe Tyr Val Val Thr Arg Ser Lys Ala Met Arg Thr Val Thr 
65 70 75 80 

Asn lie Phe lie Cys Ser Leu Ala Leu Ser Asp Leu Leu lie Thr Phe 
85 90 95 

Phe Cys lie Pro Val Thr Met Leu Gin Asn He Ser Asp Asn Trp Leu 
100 105 " 110 

Gly Gly Ala Phe He Cys Lys Met Val Pro Phe Val Gin Ser Thr Ala 
115 120 125 

Val Val Thr Glu He Leu Thr Met Thr Cys He Ala Val Glu Arg His 
130 135 140 

Gin Gly Leu Val His Pro Phe Lys Met Lys Trp Gin Tyr Thr Asn Arg 
145 150 155 160 

Arg Ala Phe Thr Met Leu Gly Val Val Trp Leu Val Ala Val He Val 
165 170 175 

Gly Ser Pro Met Trp His Val Gin Gin Leu Glu He Lys Tyr Asp Phe 
180 185 190 

Leu Tyr Glu Lys Glu His He Cys Cys Leu Glu Glu Trp Thr Ser Pro 
195 200 205 

Val His Gin Lys He Tyr Thr Thr Phe He Leu Val He Leu Phe Leu 
210 215 220 

Leu Pro Leu Met Val Met Leu He Leu Tyr Ser Lys He Gly Tyr Glu 
225 230 235 "* 240 

Leu Trp He Lys Lys Arg Val Gly Asp Gly Ser Val Leu Arg Thr He 
245 250 255 

His Gly Lys Glu Met Ser Lys He Ala Arg Lys Lys Lys Arg Ala Val 
260 265 270 

He Met Met Val Thr Val Val Ala Leu Phe Ala Val Cys Trp Ala Pro 
275 280 285 

Phe His Val Val His Met Met He Glu Tyr Ser Asn Phe Glu Lys Glu 
290 295 300 



Tyr Asp Asp Val Thr He Lys Met He Phe Ala He Val Gin He He 
305 310 315 320 

Gly Phe Ser Asn Ser He Cys Asn Pro He Val Tyr Ala Phe Met Asn 
325 330 335 

Glu Asn Phe Lys Lys Asn Val Leu Ser Ala Val Cys Tyr Cys He Val 
340 345 ~ 350 

Asn Lys Thr Phe Ser Pro Ala Gin Arg His Gly Asn Ser Gly He Thr 
355 360 365 

Met Met Arg Lys Lys Ala Lys Phe Ser Leu Arg Glu Asn Pro Val Glu 
370 375 380 



Glu Thr Lys Gly Glu Ala Phe Ser Asp Gly Asn He Glu Val Lys Leu 
385 390 395 400 

Cys Glu Gin Thr Glu Glu Lys Lys Lys Leu Lys Arg His Leu Ala Leu 

405 410 415 

Phe Arg Ser Glu Leu Ala Glu Asn Ser Pro Leu Asp Ser Gly His 

420 425 ~ 430 



<210> 10 
<211> 1302 
<212> DNA 

<213> Mus musculus 



<400> 10 

atgcaggcgc 

actcgggaac 

cccgcgcgcg 

tttggcaact 

aacatcttca 

gtcacgatgc 

gtgcccttcg 

gttgagaggc 

agggctttca 

tggcacgtac 

tgtttggaag 

atcctcttcc 

ctgtggatca 

atgtccaaaa 

ctcttcgctg 

tttgaaaaag 

ggctttttca 

aagaattttt 

aagcctggaa 

cgtccagtgg 

tgtgagcagc 

ctttctgaaa 



tcaacatcac 
agttcattca 
ctaaactggc 
ctctggtcat 
tctgctctct 
tccagaacat 
tccagtccac 
accaaggact 
caatcttggg 
aacgcctcga 
agtgggccag 
tcctgccgct 
agaagagagt 
tagccaggaa 
cgtgctgggc 
agtatgatga 
actccatctg 
tgtctgcggt 
attctgggat 
cggaagccaa 
caggggagaa 
actctacttt 



cgcggagcag 
tcgctatggg 
ctttgcgctg 
ctatgtggtg 
ggcactcagt 
ctccgacaag 
tgctgttgtg 
catccatcct 
tgtggtctgg 
gattaagtat 
ccccatgcac 
tgtggtgatg 
tggagacagt 
gaagaagcgg 
acctttccat 
tgtcacaatc 
taatcccttt 
ttgttattgc 
ttcaatgatg 
aggagactta 
aaggcaactc 
cggcagtgga 



ttttcccggc 
ctgcgaccgc 
gctggagcac 
acccgcagca 
gatctgctca 
tggctgggtg 
acggaaatcc 
tttaaaatga 
ttggcagcca 
gacttcctct 
cagagaatct 
cttgtcctct 
tcagcacttc 
gctgtcgtta 
gttgttcaca 
aagatggttt 
gtgtatgcat 
atagtaagag 
caaaagagag 
ttcagcgatg 
aagcgacagc 
catgaactgt 



tgctgagcgc 
tggtctacac 
tcatttttgc 
aggccatgcg 
ttgccttctt 
gtgccttcat 
tcaccatgac 
agtggcagta 
tcatcgtagg 
atgagaaaga 
acaccacctt 
acagcaagat 
agactatcca 
tgatggtgac 
tgatggttga 
ttgctgttgc 
ttatgaatga 
aaaccttctc 
caaagttatc 
ccaacgttga 
ttgccttctt 
aa 



gcacaacctg 
tccggagctg 
cctggcgctc 
caccgtcacc 
ctgcatcccc 
ctgcaagatg 
ttgcatcgct 
cactacccga 
atcacccatg 
acatgtctgc 
catcctcgtc 
tggctatgaa 
cgggaaagaa 
agtggtggct 
gtacagtaac 
acaaacaatt 
aaacttcaaa 
cccaggacag 
acgatcacag 
tgtcaaattg 
tagttctgaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1302 



<210> 11 
<211> 433 
<212> PRT 

<213> Mus musculus 



<400> 11 



Met Gin Ala Leu Asn He Thr Ala Glu 
1 5 

Ala His Asn Leu Thr Arg Glu Gin Phe 
20 25 

Pro Leu Val Tyr Thr Pro Glu Leu Pro 
35 40 

Ala Leu Ala Gly Ala Leu He Phe Ala 
50 55 

Leu Val He Tyr Val Val Thr Arg Ser 
65 70 

Asn He Phe He Cys Ser Leu Ala Leu 
85 

Phe Cys He Pro Val Thr Met Leu Gin 
100 105 

Gly Gly Ala Phe He Cys Lys Met Val 
115 120 

Val Val Thr Glu He Leu Thr Met Thr 
130 135 

Gin Gly Leu He His Pro Phe Lys Met 
145 150 

Arg Ala Phe Thr He Leu Gly Val Val 
165 

Gly Ser Pro Met Trp His Val Gin Arg 
180 185 

Leu Tyr Glu Lys Glu His Val Cys Cys 
195 200 

Met His Gin Arg He Tyr Thr Thr Phe 
210 215 

Leu Pro Leu Val Val Met Leu Val Leu 
225 230 

Leu Trp He Lys Lys Arg Val Gly Asp 
245 

His Gly Lys Glu Met Ser Lys He Ala 

260 ' 265 

Val Met Met Val Thr Val Val Ala Leu 
275 280 

Phe His Val Val His Met Met Val Glu 
290 295 



Gin Phe Ser 
10 

He His Arg 
Ala Arg Ala 



Leu Ala Leu 
60 

Lys Ala Met 
75 

Ser Asp Leu 
90 

Asn He Ser 



Pro Phe Val 



Cys He Ala 
140 

Lys Trp Gin 
155 

Trp Leu Ala 
170 

Leu Glu He 



Leu Glu Glu 

He Leu Val 
220 

Tyr Ser Lys 
235 

Ser Ser Ala 
250 

Arg Lys Lys 
Phe Ala Ala 



Arg Leu Leu Ser 
15 

Tyr Gly Leu Arg 
30 

Lys Leu Ala Phe 
45 

Phe Gly Asn Ser 



Arg Thr Val Thr 
80 

Leu He Ala Phe 
95 

Asp Lys Trp Leu 
110 

Gin Ser Thr Ala 
125 

Val Glu Arg His 



Tyr Thr Thr Arg 
160 

Ala lie lie Val 
175 

Lys Tyr Asp Phe 
190 

Trp Ala Ser Pro 
205 

He Leu Phe Leu 



Tyr Ser Asn 
300 



He Gly Tyr Glu 
240 

Leu Gin Thr He 
255 

Lys Arg Ala Val 
270 

Cys Trp Ala Pro 
285 

Phe Glu Lys Glu 



Tyr Asp Asp Val Thr He 
305 310 



Phe Ala Val 
315 



Ala Gin Thr He 
320 



Lys Met Val 

Gly Phe Phe Asn Ser He Cys Asn Pro Phe Val Tyr Ala Phe Met Asn 



325 



330 



335 



Glu Asn Phe Lys Lys Asn Phe Leu Ser Ala Val Cys Tyr Cys lie Val 
340 345 " " 350 

Arg Glu Thr Phe Ser Pro Gly Gin Lys Pro Gly Asn Ser Gly He Ser 

355 360 " 365 

Met Met Gin Lys Arg Ala Lys Leu Ser Arg Ser Gin Arg Pro Val Ala 
370 375 380 

Glu Ala Lys Gly Asp Leu Phe Ser Asp Ala Asn Val Asp Val Lys Leu 
385 390 395 J 400 

Cys Glu Gin Pro Gly Glu Lys Arg Gin Leu Lys Arg Gin Leu Ala Phe 
405 410 415 

Phe Ser Ser Glu Leu Ser Glu Asn Ser Thr Phe Gly Ser Gly His Glu 
420 425 430 

Leu 



<210> 12 
<211> 1570 
<212> DNA 

<213> Mus musculus 



<400> 12 

ttagacttgg 

tcaacatcac 

agttcattca 

ctaaactggc 

ctctggtcat 

tctgctctct 

tccagaacat 

tccagtccac 

accaaggact 

caatcttggg 

aacgcctcga 

agtgggccag 

tcctgccgct 

agaagagagt 

tagccaggaa 

cgtgctgggc 

agtatgatga 

actccatctg 

tgtctgcggt 

attctgggat 

cggaagccaa 

caggggagaa 

actctacttt 

atggaaagtt 

aagacatgtt 

ataacagctt 

tggttttggc 



aacagccaga 
cgcggagcag 
tcgctatggg 
ctttgcgctg 
ctatgtggtg 
ggcactcagt 
ctccgacaag 
tgctgttgtg 
catccatcct 
tgtggtctgg 
gattaagtat 
ccccatgcac 
tgtggtgatg 
tggagacagt 
gaagaagcgg 
acctttccat 
tgtcacaatc 
taatcccttt 
ttgttattgc 
ttcaatgatg 
aggagactta 
aaggcaactc 
cggcagtgga 
attttaagca 
ttccatttaa 
tgtagatgat 



gcaggaggct 
ttttcccggc 
ctgcgaccgc 
gctggagcac 
acccgcagca 
gatctgctca 
tggctgggtg 
acggaaatcc 
tttaaaatga 
ttggcagcca 
gacttcctct 
cagagaatct 
cttgtcctct 
tcagcacttc 
gctgtcgtta 
gttgttcaca 
aagatggttt 
gtgtatgcat 
atagtaagag 
caaaagagag 
ttcagcgatg 
aagcgacagc 
catgaactgt 
aaggtcagga 
atgaacataa 
aaaagtagat 



ggcaggactc 
tgctgagcgc 
tggtctacac 
tcatttttgc 
aggccatgcg 
ttgccttctt 
gtgccttcat 
tcaccatgac 
agtggcagta 
tcatcgtagg 
atgagaaaga 
acaccacctt 
acagcaagat 
agactatcca 
tgatggtgac 
tgatggttga 
ttgctgttgc 
ttatgaatga 
aaaccttctc 
caaagttatc 
ccaacgttga 
ttgccttctt 
aatgatatcc 
ctattttttt 
tacataacac 
ttttgaaagt 



tgcgcacagc 
gcacaacctg 
tccggagctg 
cctggcgctc 
caccgtcacc 
ctgcatcccc 
ctgcaagatg 
ttgcatcgct 
cactacccga 
atcacccatg 
acatgtctgc 
catcctcgtc 
tggctatgaa 
cgggaaagaa 
agtggtggct 
gtacagtaac 
acaaacaatt 
aaacttcaaa 
cccaggacag 
acgatcacag 
tgtcaaattg 
tagttctgaa 
tcatagctaa 
taaatgacaa 
tgtaactttg 
cttcgtacat 



atgcaggcgc 
actcgggaac 
cccgcgcgcg 
tttggcaact 
aacatcttca 
gtcacgatgc 
gtgcccttcg 
gttgagaggc 
agggctttca 
tggcacgtac 
tgtttggaag 
atcctcttcc 
ctgtggatca 
atgtccaaaa 
ctcttcgctg 
tttgaaaaag 
ggctttttca 
aagaattttt 
aagcctggaa 
cgtccagtgg 
tgtgagcagc 
ctttctgaaa 
tatcatttgt 
gaagagaaac 
aaaaattatt 
aataaagcag 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1570 



<210> 
<211> 



13 

1293 



<212> DNA 

<213> Homo sapiens 



<400> 13 

atgcaggcgc 

acgcgggagc 

ccgggacgcg 

tttggcaatg 

aacatcttta 

gtcaccatgc 

gtgccatttg 

gtggaaaggc 

agggctttca 

tggcacgtgc 

tgcttagaag 

atcctcttcc 

ctttggataa 

atgtccaaaa 

ctctttgctg 

tttgaaaagg 

ggattttcca 

aaaaatgttt 

aggcatggaa 

aatccagtgg 

tgtgaacaga 

ctggctgaga 



ttaacattac 
agttcatcgc 
ccaagctggc 
ctctggtgtt 
tctgctcctt 
tccagaacat 
tccagtctac 
accagggact 
caatgctagg 
aacaacttga 
agtggaccag 
tcctgcctct 
agaaaagagt 
tagccaggaa 
tgtgctgggc 
aatatgatga 
actccatctg 
tgtctgcagt 
attcaggaat 
aggaaaccaa 
cagaggagaa 
attctccttt 



cccggagcag 
tctgtaccgg 
cctcgtgctc 
ctacgtggtg 
ggcgctcagt 
ttccgacaac 
cgctgttgtg 
tgtgcatcct 
tgtggtctgg 
gatcaaatat 
ccctgtgcac 
tatggtgatg 
tggggatggt 
gaagaaacga 
accattccat 
tgtcacaatc 
taatcccatt 
ttgttattgc 
tacaatgatg 
aggagaagca 
gaaaaagctc 
agacagtggg 



ttctctcggc 
ctgcgaccgc 
accggcgtgc 
acccgcagca 
gacctgctca 
tggctggggg 
acagaaatcc 
tttaaaatga 
ctggtggcag 
gacttcctat 
cagaagatct 
cttattctgt 
tcagtgcttc 
gctgtcatta 
gttgtccata 
aagatgattt 
gtctatgcat 
atagtaaata 
cggaagaaag 
ttcagtgatg 
aaacgacatc 
caa 



tgctgcggga 
tcgtctacac 
tcatcttcgc 
aggccatgcg 
tcaccttctt 
gtgctttcat 
tcactatgac 
agtggcaata 
tcatcgtagg 
atgaaaagga 
acaccacctt 
acagtaaaat 
gaactattca 
tgatggtgac 
tgatgattga 
ttgctatcgt 
ttatgaatga 
aaaccttctc 
caaagttttc 
gcaacattga 
ttgctctctt 



ccacaacctg 
cccagagctg 
cctggcgctc 
caccgtcacc 
ctgcattccc 
ttgcaagatg 
ctgcattgct 
caccaaccga 
atcacccatg 
acacatctgc 
catccttgtc 
tggttatgaa 
tggaaaagaa 
agtggtggct 
atacagtaat 
gcaaattatt 
aaacttcaaa 
tccagcacaa 
cctcagagag 
agtcaaattg 
taggtctgaa 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1293 



<210> 14 
<211> 457 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
fusion protein construct 

<400> 14 

Met Gin Ala Leu Asn lie Thr Pro Glu Gin Phe Ser Arg Leu Leu Arg 
15 10 15 

Asp His Asn Leu Thr Arg Glu Gin Phe lie Ala Leu Tyr Arg Leu Arg 
20 25 30 

Pro Leu Val Tyr Thr Pro Glu Leu Pro Gly Arg Ala Lys Leu Ala Leu 
35 40 45 

Val Leu Thr Gly Val Leu lie Phe Ala Leu Ala Leu Phe Gly Asn Ala 
50 55 60 

Leu Val Phe Tyr Val Val Thr Arg Ser Lys Ala Met Arg Thr Val Thr 
65 70 75 80 

Asn lie Phe lie Cys Ser Leu Ala Leu Ser Asp Leu Leu lie Thr Phe 

85 90 "95 

Phe Cys lie Pro Val Thr Met Leu Gin Asn lie Ser Asp Asn Trp Leu 
100 105 ' 110 



Gly Gly Ala Phe He Cys Lys Met Val Pro Phe Val Gin Ser Thr Ala 
115 120 125 



Val Val Thr Glu He 
130 

Gin Gly Leu Val His 
145 

Arg Ala Phe Thr Met 
165 

Gly Ser Pro Met Trp 
180 

Leu Tyr Glu Lys Glu 
195 

Val His Gin Lys He 
210 



Leu Thr Met 
135 

Pro Phe Lys 
150 

Leu Gly Val 
His Val Gin 



His He Cys 
200 

Tyr Thr Thr 
215 



Thr Cys He Ala 
140 

Met Lys Trp Gin 
155 

Val Trp Leu Val 
170 

Gin Leu Glu He 
185 

Cys Leu Glu Glu 



Phe He Leu Val 
220 



Val Glu Arg His 



Tyr Thr Asn Arg 
160 

Ala Val He Val 
175 

Lys Tyr Asp Phe 
190 

Trp Thr Ser Pro 
205 

He Leu Phe Leu 



Leu Pro Leu Met Val 
225 

Leu Trp He Lys Lys 
245 

His Gly Lys Glu Met 
260 

He Met Met Val Thr 

275 

Phe His Val Val His 
290 

Tyr Asp Asp Val Thr 
305 

Gly Phe Ser Asn Ser 
325 

Glu Asn Phe Lys Lys 
340 

Asn Lys Thr Phe Ser 
355 

Met Met Arg Lys Lys 
370 

Glu Thr Lys Gly Glu 
385 

Cys Glu Gin Thr Glu 
405 

Phe Arg Ser Glu Leu 
420 

Ala He Arg Glu Leu 
435 



Met Leu He 
230 

Arg Val Gly 

Ser Lys He 

Val Val Ala 
280 

Met Met He 
295 

He Lys Met 
310 

He Cys Asn 

Asn Val Leu 

Pro Ala Gin 
360 

Ala Lys Phe 
375 

Ala Phe Ser 
390 

Glu Lys Lys 
Ala Glu Asn 



Gly Lys Pro 
440 



Leu Tyr Ser Lys 
235 

Asp Gly Ser Val 
250 

Ala Arg Lys Lys 
2 65 

Leu Phe Ala Val 



Glu Tyr Ser Asn 
300 

He Phe Ala He 
315 

Pro He Val Tyr 
330 

Ser Ala Val Cys 
345 

Arg His Gly Asn 



Ser Leu Arg Glu 
380 

Asp Gly Asn He 
395 

Lys Leu Lys Arg 
410 

Ser Pro Leu Asp 
425 

He Pro Asn Pro 



He Gly Tyr Glu 
240 

Leu Arg Thr He 
255 

Lys Arg Ala Val 
270 

Cys Trp Ala Pro 
285 

Phe Glu Lys Glu 



Val Gin He He 
320 

Ala Phe Met Asn 
335 

Tyr Cys He Val 
350 

Ser Gly He Thr 
365 

Asn Pro Val Glu 



Glu Val Lys Leu 
400 

His Leu Ala Leu 
415 

Ser Gly Gin Arg 
430 

Leu Leu Gly Leu 
445 



Asp Ser Ser His His His His His His 
450 455 



<210> 15 
<211> 1311 
<212> DNA 

<213> Homo sapiens 



<400> 15 

aagcttgcaa 

cacaacctga 

ccagagctgc 

ctggcgctct 

accgtcacca 

tgcattcccg 

tgcaagatgg 

tgcattgctg 

accaaccgaa 

tcacccatgt 

cacatctgct 

atccttgtca 

ggttatgaac 

ggaaaagaaa 

gtggtggctc 

tacagtaatt 

caaattattg 

aacttcaaaa 

ccagcacaaa 

ctcagagaga 

gtcaaattgt 

aggtctgaac 



tgcaggcgct 
cgcgggagca 
cgggacgcgc 
ttggcaatgc 
acatctttat 
tcaccatgct 
tgccatttgt 
tggaaaggca 
gggctttcac 
ggcacgtgca 
gcttagaaga 
tcctcttcct 
tttggataaa 
tgtccaaaat 
tctttgctgt 
ttgaaaagga 
gattttccaa 
aaaatgtttt 
ggcatggaaa 
atccagtgga 
gtgaacagac 
tggctgagaa 



taacattacc 
gttcatcgct 
caagctggcc 
tctggtgttc 
ctgctccttg 
ccagaacatt 
ccagtctacc 
ccagggactt 
aatgctaggt 
acaacttgag 
gtggaccagc 
cctgcctctt 
gaaaagagtt 
agccaggaag 
gtgctgggca 
atatgatgat 
ctccatctgt 
gtctgcagtt 
ttcaggaatt 
ggaaaccaaa 
agaggagaag 
ttctccttta 



ccggagcagt 
ctgtaccggc 
ctcgtgctca 
tacgtggtga 
gcgctcagtg 
tccgacaact 
gctgttgtga 
gtgcatcctt 
gtggtctggc 
atcaaatatg 
cctgtgcacc 
atggtgatgc 
ggggatggtt 
aagaaacgag 
ccattccatg 
gtcacaatca 
aatcccattg 
tgttattgca 
acaatgatgc 
ggagaagcat 
aaaaagctca 
gacagtgggc 



tctctcggct 
tgcgaccgct 
ccggcgtgct 
cccgcagcaa 
acctgctcat 
ggctgggggg 
cagaaatcct 
ttaaaatgaa 
tggtggcagt 
acttcctata 
agaagatcta 
ttattctgta 
cagtgcttcg 
ctgtcattat 
ttgtccatat 
agatgatttt 
tctatgcatt 
tagtaaataa 
ggaagaaagc 
tcagtgatgg 
aacgacatct 
attaaggatc 



gctgcgggac 
cgtctacacc 
catcttcgcc 
ggccatgcgc 
caccttcttc 
tgctttcatt 
cactatgacc 
gtggcaatac 
catcgtagga 
tgaaaaggaa 
caccaccttc 
cagtaaaatt 
aactattcat 
gatggtgaca 
gatgattgaa 
tgctatcgtg 
tatgaatgaa 
aaccttctct 
aaagttttcc 
caacattgaa 
tgctctcttt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1311 



<210> 16 
<211> 1335 
<212> DNA 

<213> Homo sapiens 



<400> 16 

aagcttgcaa 

cacaacctga 

ccagagctgc 

ctggcgctct 

accgtcacca 

tgcattcccg 

tgcaagatgg 

tgcattgctg 

accaaccgaa 

tcacccatgt 

cacatctgct 

atccttgtca 

ggttatgaac 

ggaaaagaaa 

gtggtggctc 

tacagtaatt 

caaattattg 

aacttcaaaa 

ccagcacaaa 

ctcagagaga 

gtcaaattgt 



tgcaggcgct 
cgcgggagca 
cgggacgcgc 
ttggcaatgc 
acatctttat 
tcaccatgct 
tgccatttgt 
tggaaaggca 
gggctttcac 
ggcacgtgca 
gcttagaaga 
tcctcttcct 
tttggataaa 
tgtccaaaat 
tctttgctgt 
ttgaaaagga 
gattttccaa 
aaaatgtttt 
ggcatggaaa 
atccagtgga 
gtgaacagac 



taacattacc 
gttcatcgct 
caagctggcc 
tctggtgttc 
ctgctccttg 
ccagaacatt 
ccagtctacc 
ccagggactt 
aatgctaggt 
acaacttgag 
gtggaccagc 
cctgcctctt 
gaaaagagtt 
agccaggaag 
gtgctgggca 
atatgatgat 
ctccatctgt 
gtctgcagtt 
ttcaggaatt 
ggaaaccaaa 
agaggagaag 



ccggagcagt 
ctgtaccggc 
ctcgtgctca 
tacgtggtga 
gcgctcagtg 
tccgacaact 
gctgttgtga 
gtgcatcctt 
gtggtctggc 
atcaaatatg 
cctgtgcacc 
atggtgatgc 
ggggatggtt 
aagaaacgag 
ccattccatg 
gtcacaatca 
aatcccattg 
tgttattgca 
acaatgatgc 
ggagaagcat 
aaaaagctca 



tctctcggct 
tgcgaccgct 
ccggcgtgct 
cccgcagcaa 
acctgctcat 
ggctgggggg 
cagaaatcct 
ttaaaatgaa 
tggtggcagt 
acttcctata 
agaagatcta 
ttattctgta 
cagtgcttcg 
ctgtcattat 
ttgtccatat 
agatgatttt 
tctatgcatt 
tagtaaataa 
ggaagaaagc 
tcagtgatgg 
aacgacatct 



gctgcgggac 
cgtctacacc 
catcttcgcc 
ggccatgcgc 
caccttcttc 
tgctttcatt 
cactatgacc 
gtggcaatac 
catcgtagga 
tgaaaaggaa 
caccaccttc 
cagtaaaatt 
aactattcat 
gatggtgaca 
gatgattgaa 
tgctatcgtg 
tatgaatgaa 
aaccttctct 
aaagttttcc 
caacattgaa 
tgctctcttt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 



aggtctgaac tggctgagaa ttctccttta gacagtgggc atgattacaa ggatgacgac 1320 
gataagtaag gatcc 1335 



<210> 17 
<211> 439 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
fusion construct 

<400> 17 

Met Gin Ala Leu Asn lie Thr Pro Glu Gin Phe Ser Arg Leu Leu Arg 
1 5 10 15 

Asp His Asn Leu Thr Arg Glu Gin Phe He Ala Leu Tyr Arg Leu Arg 
20 25 30 

Pro Leu Val Tyr Thr Pro Glu Leu Pro Gly Arg Ala Lys Leu Ala Leu 
35 40 " 45 

Val Leu Thr Gly Val Leu He Phe Ala Leu Ala Leu Phe Gly Asn Ala 
50 55 60 

Leu Val Phe Tyr Val Val Thr Arg Ser Lys Ala Met Arg Thr Val Thr 
65 70 75 80 

Asn He Phe He Cys Ser Leu Ala Leu Ser Asp Leu Leu He Thr Phe 
85 90 * 95 

Phe Cys He Pro Val Thr Met Leu Gin Asn He Ser Asp Asn Trp Leu 
100 105 " 110 

Gly Gly Ala Phe He Cys Lys Met Val Pro Phe Val Gin Ser Thr Ala 
115 120 125 

Val Val Thr Glu lie Leu Thr Met Thr Cys He Ala Val Glu Arg His 
130 135 140 

Gin Gly Leu Val His Pro Phe Lys Met Lys Trp Gin Tyr Thr Asn Arg 
145 150 155 * 160 

Arg Ala Phe Thr Met Leu Gly Val Val Trp Leu Val Ala Val He Val 
165 170 175 

Gly Ser Pro Met Trp His Val Gin Gin Leu Glu He Lys Tyr Asp Phe 
180 185 190 

Leu Tyr Glu Lys Glu His He Cys Cys Leu Glu Glu Trp Thr Ser Pro 
195 200 205 

Val His Gin Lys He Tyr Thr Thr Phe He Leu Val lie Leu Phe Leu 
210 215 220 

Leu Pro Leu Met Val Met Leu He Leu Tyr Ser Lys He Gly Tyr Glu 
225 230 235 240 

Leu Trp lie Lys Lys Arg Val Gly Asp Gly Ser Val Leu Arg Thr He 
245 250 255 



His Gly Lys Glu Met Ser Lys lie Ala Arg Lys Lys Lys Arg Ala Val 
260 ^ 265 ~ ~ 270 

He Met Met Val Thr Val Val Ala Leu Phe Ala Val Cys Trp Ala Pro 
275 280 285 

Phe His Val Val His Met Met He Glu Tyr Ser Asn Phe Glu Lys Glu 
290 295 300 

Tyr Asp Asp Val Thr He Lys Met He Phe Ala He Val Gin He He 
305 310 315 320 

Gly Phe Ser Asn Ser He Cys Asn Pro He Val Tyr Ala Phe Met Asn 
325 330 335 

Glu Asn Phe Lys Lys Asn Val Leu Ser Ala Val Cys Tyr Cys He Val 
340 345 350 

Asn Lys Thr Phe Ser Pro Ala Gin Arg His Gly Asn Ser Gly He Thr 
355 360 365 

Met Met Arg Lys Lys Ala Lys Phe Ser Leu Arg Glu Asn Pro Val Glu 
370 375 380 

Glu Thr Lys Gly Glu Ala Phe Ser Asp Gly Asn He Glu Val Lys Leu 
385 390 395 400 

Cys Glu Gin Thr Glu Glu Lys Lys Lys Leu Lys Arg His Leu Ala Leu 
405 " 410 ~ 415 

Phe Arg Ser Glu Leu Ala Glu Asn Ser Pro Leu Asp Ser Gly His Asp 
420 425 430 

Tyr Lys Asp Asp Asp Asp Lys 
435 



<210> 18 

<211> 7200 

<212> DNA 

<213> Mus musculus 

<220> 
<221> CDS 

<222> (2004) . . (2345) 
<400> 18 



attctgtggg 


tgtgagtgtg 


tatgtgggtg 


gtgtggcgtg 


tgtgtgtact 


gagggtcatg 


60 


aaagggggca 


gcagaggtct 


tcaggagaaa 


gaaaatagaa 


tacatgtgac 


atagaagcaa 


120 


aggggatctg 


tctgtgcaca 


ggaagaagcg 


aaatatgaag 


gagtaaggag 


agcaggggtg 


180 


gggggcagcg 


atggagggga 


acgagtaaga 


aaaaccataa 


agacacatgc 


tatgaaaatg 


240 


aaacccattg 


tttgatatgc 


caaagctaaa 


aattcatcag 


taagaaagca 


aagaacaaaa 


300 


ttaatggcta 


gttatgaact 


acagaattta 


atgcaaagtc 


aacgcaatca 


acatttaaaa 


360 


tatattctgg 


ggctggttta 


aaaaaaaaaa 


aaaacaactg 


agctgcaaac 


tgtaagaaaa 


420 



ttacttgcaa 


attacctcct 


tgataaagaa 


cttgagtgta 


taacctaaat 


gagcccctaa 


480 


acacatataa 


agtgaatagt 


tcaattagaa 


aatgggcaaa 


tcatgtagaa 


acatttcagt 


540 


ggaggagaaa 


ctgggccagt 


ggagtaagca 


caagagaatt 


cattgtcatt 


gggcctttgg 


600 


aaagtccagc 


gaccccactg 


agatcaccac 


aggtccatta 


gcaccgctag 


ggttttaact 


660 


agatgggctg 


tgtgggtaag 


acagcttcat 


ttgcaatcaa 


gagggtcagg 


gttaaccaaa 


720 


gaatctacat 


aagaagcaag 


ccatgcctct 


gtccaacacc 


cctcccctac 


actgtgctta 


780 


aagacaaacc 


actccttggg 


atctcaaggg 


ctggatggac 


tgccagcctg 


ggaaacacag 


840 


cagcctaggg 


gccagtgaga 


gagtctatct 


caacccagta 


agttgaaaag 


tgataggaaa 


900 


atacgttact 


tttgctttgg 


cctctttata 


catgcacact 


catgtgcaag 


caccacacac 


960 


gcgtgcaaac 


acacacaaat 


aataacaata 


aacactaaca 


aaatcaaatg 


ctggcaaagc 


1020 


tgagaggaaa 


attcaggctc 


atgcattgtc 


actagaaata 


taaaatgaaa 


ccttggaaaa 


1080 


taactcgggg 


atctccttac 


aaattaaata 


tacaatcatc 


tgtagcaact 


tcttaagtaa 


1140 


tctaacaaaa 


tatccagcaa 


ttggccagtg 


gttacataaa 


caggtagggc 


tcagcagagt 


1200 


gtgacttcaa 


atgggaagaa 


aatggtcgct 


agggctaaca 


cacacacaca 


cacacacaca 


1260 


cacacacaca 


cacacacaca 


ccacacgcac 


gcacgcacac 


gtacacgcac 


gcacacagac 


1320 


acacacacac 


acacacatgc 


acgtgcgcgc 


acatacacac 


acactgagac 


agaaagacag 


1380 


agagagacag 


agacagagag 


agacagagac 


agagagacag 


agagacagag 


agacagagag 


1440 


acagagagac 


agagagacag 


agagacagag 


agagagtcaa 


gtccctggat 


ctgtgttgct 


1500 


gcatatttaa 


gatacaatgg 


agctaagcgg 


agtgaggggt 


acaagggacc 


actgagctat 


1560 


aattgcaagt 


tcctcttgtg 


tggttttatt 


ttaaattccg 


ttgggtagcc 


gtggctcaca 


1620 


ttatttctca 


agaggagact 


cgatgagaaa 


tggaaaactc 


aatcacagtt 


tcaacctaac 


1680 


aagaccatgg 


gctaagagaa 


gctgatagca 


ggtgggtggc 


tgctctgccc 


caatcctcac 


1740 


cagccttagg 


cggctctcca 


gacttaagga 


tgcaactgta 


cgcccagaga 


ggacagagtc 


1800 


agaagcactg 


gggctcagat 


gttcccacct 


atagcagaac 


ttttgagaac 


ttcaaacatt 


1860 


tgttgagaga 


gatctcctgg 


ccccgcctcc 


tgcaggcaag 


ttaaatctgg 


gcgccgcctc 


1920 


gcttctcctg 


agctctgcac 


tgtcaccaga 


gecttagact 


tggaacagee 


agagcaggag 


1980 


gctggcagga 


ctctgcgcac 


age atg cag gcg etc aac ate acc gcg gag cag 
Met Gin Ala Leu Asn He Thr Ala Glu Gin 


2033 



15 10 

ttt tec egg ctg ctg age gcg cac aac ctg act egg gaa cag ttc att 2081 

Phe Ser Arg Leu Leu Ser Ala His Asn Leu Thr Arg Glu Gin Phe He 
15 20 25 



cat cgc tat ggg ctg cga ccg ctg gtc tac act ccg gag ctg ccc gcg 2129 
His Arg Tyr Gly Leu Arg Pro Leu Val Tyr Thr Pro Glu Leu Pro Ala 
30 35 40 

cgc get aaa ctg gec ttt gcg ctg get gga gca etc att ttt gec ctg 2177 
Arg Ala Lys Leu Ala Phe Ala Leu Ala Gly Ala Leu lie Phe Ala Leu 
45 50 55 

gcg etc ttt ggc aac tct ctg gtc ate tat gtg gtg ace cgc age aag 2225 
Ala Leu Phe Gly Asn Ser Leu Val lie Tyr Val Val Thr Arg Ser Lys 
60 65 70 

gec atg cgc ace gtc ace aac ate ttc ate tgc tct ctg gca etc agt 2273 
Ala Met Arg Thr Val Thr Asn lie Phe lie Cys Ser Leu Ala Leu Ser 
75 80 85 90 

gat ctg etc att gee ttc ttc tgc ate ccc gtc acg atg etc cag aac 2321 
Asp Leu Leu lie Ala Phe Phe Cys lie Pro Val Thr Met Leu Gin Asn 
95 100 105 



ate tec gac aag tgg ctg ggt ggt aagacagega ttacgcgtgc acactcacgg 2375 
lie Ser Asp Lys Trp Leu Gly Gly 
110 



acacgcacac 


acacaaatgt 


gtttacactt 


ctgatcctct 


ctctctctct 


ctctttctct 


2435 


ctctctctct 


ctctctctct 


ctgtcgaatt 


gaatcctgtg 


cccttcttga 


aaatgeccta 


2495 


cctggtaacc 


ctgtagacaa 


aaactgtggt 


gggggatggg 


ggtttgccct 


tacagttcag 


2555 


tcacttcatg 


ggttgaagtg 


agaagaataa 


tagttcaggg 


agcctgtgcc 


tccaactgat 


2615 


ttcaaccctt 


tcccataatt 


acaaggtaag 


agttgccttt 


atttttaatg 


aaataataat 


2675 


aacaataacc 


cagctaaaaa 


tcttttttca 


ttttccaact 


tccagatttg 


cgtaccagtt 


2735 


acttgtgttg 


cttccagata 


agagcttgta 


atataagtac 


ttgtaataaa 


tgttttctct 


2795 


ctctctcttt 


aacaacaaat 


aacatatttg 


caacaaaaaa 


gtaccctgga 


caagtccttt 


2855 


gtagaaactg 


taataacaga 


gtcatgtaga 


gagggcagca 


gatagegett 


cacctcttga 


2915 


cttctaagaa 


ggagatgaga 


cctgccccca 


cctcctttga 


agagggttag 


aaacacgaag 


2975 


aaaccctgga 


gagggtccgt 


aagcttggaa 


cagtgtgtgc 


acactggaag 


ttagactttc 


3035 


tagtcttctc 


ccagacacac 


agctagtgtc 


tgtggacttg 


tgtgctgtgc 


tcttcccact 


3095 


ggttcatggc 


ecttegggag 


ggtgtgcaac 


ctctctgtgt 


tttcataaag 


aagtgtgttc 


3155 


ttgtgaccac 


attttaaaga 


agtgatttta 


agtaagggag 


gtggcttttt 


ctgctgtgat 


3215 


gggctgtcat 


ctccaccctc 


ctactggtgt 


cgttctaacg 


catgagtgat 


gttttttccc 


3275 


agcctgccat 


tgcccactgt 


gtategctag 


tttattgetc 


caccactgct 


gtttcccacg 


3335 


gatttgtcct 


gagtttattt 


cagcgagtga 


gtctgctaag 


ctgttggctc 


tcatctcatc 


3395 


tatcatgeat 


ttctaaggca 


tgagaagcta 


ctgggcatgt 


gtcattgacc 


tgttggtagt 


3455 


gatgtcacag 


ttcacagatg 


acactttctc 


acactgccga 


gtgaaatcac 


tgcagttgag 


3515 



attcaagagt 


cacccacagg 


tcttaagagc 


ttactacatc 


tgaatgttta 


gatttagaaa 


3575 


gcaattgtat 


tccactttaa 


aggggacata 


tgcaatgtgg 


gatcattgga 


gtagtccaaa 


3635 


gactagattg 


cccctgagct 


ctaacacaag 


ctaattgggt 


atgcttgggc 


ttcagttttt 


3695 


caataaagta 


ttgaggagta 


gagaagagga 


atagaaaaga 


tcatttgccc 


ccagccagag 


3755 


ggaggtgtgg 


ttcccaggga 


ggtccgggca 


cctgcagaga 


acataggtaa 


ggacggccaa 


3815 


ggttggcttc 


atgcttcctg 


cctcctttct 


cctttgcatc 


ctgctttaca 


agggatattt 


3875 


cactttagct 


tctaaatgct 


aaaaagagag 


ggaaatatgc 


tacaggatta 


gtgtgagaaa 


3935 


acgtaaaggt 


gttttaagaa 


atgattctat 


caggcatggt 


cacatatctg 


taatctagta 


3995 


tgttagtagc 


aggaggatgg 


caagtttttg 


tcagacctgg 


gctacattgt 


gagtttacat 


4055 


aaggagagcc 


tgtatcacag 


aaacaaaatg 


ggggtagggt 


gttcatgcca 


tgaacatata 


4115 


tggctaactc 


tattcatagc 


tgtttgttag 


gttggaggtg 


gcttatattt 


atacaggact 


4175 


agatggttta 


taagttgagt 


ttacaacagc 


aaaattagtt 


aagatgagaa 


gaaaaagccc 


4235 


aaggaagacc 


tgcagatagg 


tatagggaga 


attaacttgc 


aggctgtaag 


taggataata 


4295 


accatgatat 


attatcaaag 


gggagctcat 


gagaatgtaa 


aagatgagaa 


agaattcatt 


4355 


agttacttga 


caaacctatt 


gaaaaatctt 


ctatgtgaca 


aattatcacc 


ttgggaagac 


4415 


aaaaagtaaa 


aaaacaaaaa 


acaaacaaac 


aaacaaacaa 


aaaaacaccc 


tgaagtcttt 


4475 


gagggatctc 


agagaatgca 


agaagtccca 


aaataaaaaa 


aattaaaatg 


tggtagatga 


4535 


gggccctctc 


tgtcgctgga 


acactccaag 


aaagtggtgt 


ccaagaacac 


ttgccactct 


4595 


aagtttggag 


agagaaaaaa 


tgctgtaatt 


tggaagactg 


tataaagcat 


ttcaatcgat 


4655 


tttatcaaac 


agagaatgat 


gggaagagac 


agaaaagcag 


gtcactgcaa 


ctaaagaagg 


4715 


aaatgtgttg 


tgtaaaagcc 


aaaaataagg 


agacctgtga 


tcagggttgg 


ggaggaatac 


4775 


aaagcgtccc 


tgtggagttc 


agcaggaggg 


aatgctggcc 


caaactagct 


gcttcccgga 


4835 


cggatggacg 


ggcaggatgg 


ctgcctggat 


tgtcacatcc 


tcttctgttg 


cgactgctac 


4895 


tgctgttccc 


caagagaaac 


caagaatgtg 


gattttatga 


ctttgacatg 


taactcaaat 


4955 


taaaaagcaa 


aacacaatgg 


ggtaaaaaac 


aaaaacaaac 


aaacaaaaaa 


cccacatctc 


5015 


tatggctcag 


gtcataaata 


attcacactt 


ctagttagtg 


agctttctaa 


caagccactg 


5075 


tcccaaatat 


tccaggtagt 


aggaggtgag 


caactgcttt 


ttctttcaat 


ccactgcttc 


5135 


ccctgagaag 


gaccagcatc 


acctactaaa 


tcagcacatt 


cattttaaca 


aggtccccag 


5195 


atgataaata 


ttgcaaatta 


aaatctggtg 


atcagtggtt 


ctcaaacacc 


ccccactcca 


5255 


gcatacgtgc 


gcacacacac 


acacacccca 


caacccttcc 


aaagggctct 


gagaaatggc 


5315 



cttagacagt 


ctggagtcca 


gtgacaggac 


tcgctgggac 


taggagtccc 


ctgcaagtgc 


5375 


cagatggagt 


ccatggtcct 


cacttccatc 


cagggctggc 


ttcagagatg 


tcacgctgtt 


5435 


agtttgtaat 


atgttctagg 


gtggcactac 


agaaatcaac 


agcaacaatt 


gatgcctgga 


5495 


aagcaaacag 


gtcattttgt 


ctttccagag 


caccacagag 


cagatgacta 


cttcttcttc 


5555 


ttcttcttct 


tcttcttctt 


cttcttcttc 


ttcttcttct 


tcttcttctt 


cttcttcttc 


5615 


ttcttcttct 


tctccttttt 


cttcttcttc 


ttcctcctcc 


tcctcctcat 


tgacctcctc 


5675 


ctcctcttct 


tcttctttcc 


cctccccttt 


cccttcccct 


tctctccttc 


tcctccctct 


5735 


ccctctcctt 


ctccttcttt 


tctgatatct 


tacttttcta 


ttactgtgat 


aaaacacagt 


5795 


gaccaaggca 


atttatgaaa 


gaaagcattc 


agtttggctt 


atggcttagg 


aagcttagaa 


5855 


ctggtgatct 


tgtagtgaag 


ggtcacatgc 


tgagacacag 


ccatgtggca 


gagaacacac 


5915 


cgggaatccc 


acaagccaca 


tgaagcctta 


atgaccaccc 


tcagtgacgc 


agttccttca 


5975 


acaaggccat 


gtttcctaaa 


tagcttccca 


aactgctcca 


accaactgag 


gactaagtat 


6035 


tcaaatatgt 


gagcctctgg 


gagccattcc 


catttgaatc 


tccatatccc 


ataaaagacg 


6095 


ggtaaaaaaa 


atatatccac 


agacactgaa 


tttatttact 


caactacact 


ccagtcagta 


6155 


cattattctg 


tacatacatt 


aatctgtagc 


atctacaagt 


tgcccaggag 


atggcaagtt 


6215 


aatatggagg 


ctttttatcc 


ctctctcttc 


ctgtcttact 


tacttttcta 


ttgctgtgaa 


6275 


gagacactat 


gaccgaaaca 


acttataaaa 


aaacacaagc 


atttaattga 


gggcttgatt 


6335 


atagtgtcag 


agagagctca 


tgaccaccat 


ggtgaagacc 


atggcagtag 


gcagacaggc 


6395 


aaggtgctgg 


agcagtagct 


gagaaattac 


aactgatcca 


gaagcccaag 


gcatgtgtgt 


6455 


gtgtgtgtgt 


gtgtgtgtgt 


gtgtgtgtgt 


gtgcgcgtgt 


gcgtgcgtgt 


gtgtgtgtgt 


6515 


gtgtgtgtgt 


gtgtgtgtgt 


gtgtttcaaa 


ccaccacact 


tgccttcctt 


tttgtcaggt 


6575 


ttcctttctt 


ttaaaatttt 


ccttccccca 


ccccccccca 


ttttcagtta 


ttgtccaaag 


6635 


taacaggttt 


aattttgata 


tcttcataca 


tctataaaat 


gttgaaattt 


gatcagattc 


6695 


acccttcata 


tcctttttct 


ttcttccccc 


ccctcatgct 


ggaccccttt 


tttctctcaa 


6755 


atattccatg 


gtctgttttc 


atgtcttatt 


ttatgtatct 


atatattcca 


cataggaggg 


6815 


aaaatgtgta 


acattttctc 


attccttctg 


ttaacccttt 


ctcctcattc 


cctttcccct 


6875 


ctctctgcat 


tccttctctc 


ccccttcaac 


atccatttca 


gagaaaatat 


gaaatgtttg 


6935 






gagcc ugaa r. 




aatattacca 


cctccagcct 


d yy o 


gcacataaca 


atcttatcat 


tctttatagc 


tgaatagaag 


tgtgtgtgtc 


tgtgtgtgca 


7055 


tgtacatctc 


tgtgtgtgtc 


tctgtgcgta 


catctgtgtt 


tatgtgtctg 


tgtttgcatg 


7115 


cataagtttg 


tgtgtttgca 


tctgtatgta 


tgtatctgta 


tgtgtctatg 


tctttgtgtg 


7175 



tgtgttgtgc atgtctgtct gtgtg 



7200 



<210> 19 
<211> 114 
<212> PRT 

<213> Mus musculus 
<400> 19 

Met Gin Ala Leu Asn lie Thr Ala Glu Gin Phe Ser Arg Leu Leu Ser 
15 10 15 

Ala His Asn Leu Thr Arg Glu Gin Phe lie His Arg Tyr Gly Leu Arg 
20 " 25 ' 30 

Pro Leu Val Tyr Thr Pro Glu Leu Pro Ala Arg Ala Lys Leu Ala Phe 
35 40 45 

Ala Leu Ala Gly Ala Leu lie Phe Ala Leu Ala Leu Phe Gly Asn Ser 
50 55 60 

Leu Val He Tyr Val Val Thr Arg Ser Lys Ala Met Arg Thr Val Thr 
65 70 75 80 

Asn He Phe He Cys Ser Leu Ala Leu Ser Asp Leu Leu He Ala Phe 
85 90 95 

Phe Cys He Pro Val Thr Met Leu Gin Asn He Ser Asp Lys Trp Leu 
100 105 110 

Gly Gly 



<210> 20 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 6-His tag 
<400> 20 

His His His His His His 
1 5 



<210> 21 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 21 

cgaaatatga aggagtaagg agagcag 



27 



<210> 22 

<211> 28 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 



<400> 22 

gattgcgttg actttgcatt aaattctg 



<210> 23 

<211> 31 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 23 

ctacagaatt taatgcaaag tcaacgcaat c 



<210> 24 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 24 

tttgcggccg caacatttaa aatatattct ggggctg 



<210> 25 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 25 

aaaactagtg cgatgaatga actgttcccg agtcag 



<210> 26 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 26 

aaaggcgcgc cagacagcga ttacgcgtgc acactcac 



<210> 27 



<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 27 

tttggccggc ctttccaggc atcaattgtt gctgttg 

<210> 28 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 28 

gaaatttgat cagattcacc cttcatatcc 



<210> 29 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 29 

aagattgtta tgtgcaggct ggaggtg 



<210> 30 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 30 

ggagcactca tttttgccct ggcgctc 

<210> 31 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 31 

tccgtgagtg tgcacgcgta atcgctg 



<210> 32 
<211> 27 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 32 

aatggccgct tttctggatt catcgac 



<210> 33 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 33 

atcatggccc taccatgcgc taaacac 



<210> 34 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 34 

atgcaggcgc ttaacattac cccg 



<210> 35 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 35 

tgcccactgt ctaaaggaga attc 



<210> 36 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 36 

aaataaagct tgcaatgcag gcgcttaaca ttacc 



<210> 37 
<211> 35 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 37 

tataaaggat ccttaatgcc cactgtctaa aggag 35 



<210> 38 

<211> 35 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 38 

aaataaagct tgcaatgcag gcgcttaaca ttacc 35 



<210> 39 ■ 
<211> 59 
<212> DNA 
<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: PCR primer 
<400> 39 

tataaaggat ccttacttat cgtcgtcatc cttgtaatca tgcccactgt ctaaaggag 59 



<210> 40 
<211> 275 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Gly Asn Leu Leu Val lie Leu Val lie Leu Arg Thr Lys Lys Leu Arg 
15 10 " " 15 

Thr Pro Thr Asn lie Phe lie Leu Asn Leu Ala Val Ala Asp Leu Leu 
20 25 30 

Phe Leu Leu Thr Leu Pro Pro Trp Ala Leu Tyr Tyr Leu Val Gly Gly 
35 40 45 

Ser Glu Asp Trp Pro Phe Gly Ser Ala Leu Cys Lys Leu Val Thr Ala 
50 55 60 

Leu Asp Val Val Asn Met Tyr Ala Ser lie Leu Leu Leu Thr Ala lie 
65 70 75 80 

Ser lie Asp Arg Tyr Leu Ala lie Val His Pro Leu Arg Tyr Arg Arg 
85 90 " 95 

Arg Arg Thr Ser Pro Arg Arg Ala Lys Val Val lie Leu Leu Val Trp 
100 105 110 

Val Leu Ala Leu Leu Leu Ser Leu Pro Pro Leu Leu Phe Ser Trp Val 



115 



120 



125 



Lys Thr Val 
130 

Cys Leu lie 
145 

Leu Val Ser 



Leu Leu Val 



Lys Arg Ala 
195 

Lys Ala Ala 
210 

Trp Leu Pro 
225 

He He Met 



Leu Leu Val 



He He Tyr 
275 



Glu Glu 

Asp Phe 

Tyr Val 
165 

He Leu 
180 

Arg Lys 
Lys Thr 
Tyr Phe 



Ser Ser 
245 

Thr Leu 
260 



Gly Asn Gly 
135 

Pro Glu Glu 
150 

Leu Leu Ser 



Val Cys Tyr 

Gly Ala Ser 
200 

Leu Leu Val 
215 

He Val Leu 
230 

Thr Cys Glu 
Trp Leu Ala 



Thr Leu 



Ser Thr 



Thr Leu 
170 

Thr Arg 
185 

Lys Lys 



Val Val 



Leu Leu 



Leu Glu 
250 

Tyr Val 
265 



Asn Val Asn 
140 

Ala Ser Val 
155 

Val Gly Phe 

He Leu Arg 

Arg Ser Ser 
205 

Val Val Phe 
220 

Asp Thr Leu 
235 

Arg Val Leu 
Asn Ser Cys 



Val Thr Val 

Ser Thr Trp 
160 

Leu Leu Pro 
175 

Thr Leu Arg 
190 

Lys Glu Arg 
Val Leu Cys 



Cys Leu Ser 
240 

Pro Thr Ala 
255 

Leu Asn Pro 
270 



